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The coding region of each mRNA is composed of a contiguous, non-overlapping
string of codons. Zfith [X HAH 2B AR FIE A B S 1) %5 i+ 55 2H Bl
(A AAGCAlAUUlUUCIGUAICUGIAAAIGGUIUGGIUGGICGCIACUIUC ﬁ

000000000000~

AR YL AcicAAlbuuluceluAcTITYAAGIGU UG UGG CiG C Alc U ulc c ulG A

WOOOO=B00OO®OE

AAAGUAAUUUUCGUACUGANAGGUUuGbumCGWACUU”CUo
3 -—---—-

FIERE CBASAE) . fEEEmRNA Three predicted reading frames of E. coli leading sequence
AR A ) = I 5 | -




Open Reading Frame JF 5 32HE ( ORF)
An ORF should begin with a start codon and end with stop codon.
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AUG GUU AUG AAU CGU CGA AAG CGU CGU CAAAUU ...... UAG
Val Met Asn Arg Arg Lys Arg Arg Pro lle ...
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2 g = 4% (Frame-shift mutation)

Insertions or deletions of one or a small number of base pairs that
alter the reading frame.
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